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Abstract: The occurrence of mycotoxigenic species in peanuts is a major concern, and has been
investigated in depth for many years. However, most studies focus on the occurrence of aflatoxigenic
fungi, such as Aspergillus section Flavi. The present study aimed to clarify the occurrence of Aspergillus
section Nigri, a group that harbors species capable of producing ochratoxin A (OTA), which has
scarcely been investigated in peanuts. A total of 52 peanut samples, collected in the field and from
storage, were analyzed. Aspergillus section Nigri was isolated from 64% and 100% of field and
storage samples, respectively, and 218 strains were obtained. Based on the multiloci phylogeny of
the CaM and BenA loci, six species of Aspergillus section Nigri were identified: A. brasiliensis, A. niger,
A. neoniger, A. welwitschiae, A. costaricaensis, and A. japonicus. The incidence of ochratoxigenic strains
was 5.0% (11/218), and only A. niger and A. welwitschiae were able to produce OTA. The presence of
OTA in peanuts was found in 6 field and 8 storage samples, with levels ranging from 0.106 to 0.387
and 0.090 to 0.160 µg/kg, respectively.
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1. Introduction

Brazil is the third-largest peanut producer in the Americas, behind the United States
and Argentina [1]. The state of São Paulo stands out as the biggest national producer; in
the last few years, it has shown great changes in the planted cultivar and, consequently,
an increase in productivity. Peanuts grow in tropical and subtropical climate areas and
are mainly composed of lipids (~48%), carbohydrates (~20%), and protein (~25%), as well
as bioactive compounds such as flavonoids, phytosterols, stilbenes, and vitamins (mainly
tocopherol, folate, and niacin) [2].

The characteristics of peanut production, such as development inside the soil, uneven
maturation, and rainfall during the drying stage, make the peanut grain susceptible to
invasion by microorganisms, especially fungi, which may lead to kernel deterioration and
contamination by fungal secondary metabolites such as mycotoxins. Most studies related
to peanut contamination by fungi have focused on Aspergillus section Flavi, a fungal group
that harbors most aflatoxigenic species, since the occurrence of aflatoxins in peanuts is of
great concern due to its carcinogenic aspect [3–5]. In peanuts, studies on the occurrence of
Aspergillus species of the section Nigri and their related toxigenic ability are scarce.

Aspergillus section Nigri are food spoilage fungi which are widely distributed in nature.
Although the main source is soil, some members of this section have been reported in
diverse habitats, including decaying organic matter and on the surface of living plants [6],
and have caused food spoilage and disease in maize [7], onions [8], grapes [9,10] and
peanuts [11,12].

Among the members of Aspergillus section Nigri, Aspergillus niger stands out, often
found in food; in addition, it is widely used in industry for the production of organic acids
and extracellular enzymes. Other applications include the biotransformation of xenobiotics,
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bioremediation and waste pre-treatment, and cell protein for feed [13]. It has usually been
regarded as a benign fungus [13], and it holds GRAS (generally regarded as safe) status
from the US Food and Drug Administration [14].

The significance of Aspergillus section Nigri regarding its occurrence and its ability to
produce mycotoxins has been investigated worldwide. Two mycotoxins commonly associ-
ated with A. niger aggregate are ochratoxin A (OTA) and fumonisin B2 (FB2). However,
only fungal strains belonging to A. niger and A. welwitschiae have been reported to be able
to produce these mycotoxins in culture media or on natural substrates [15–17]. OTA is a
nephrotoxic and carcinogenic mycotoxin [18], and FB2 has shown cytotoxic activities to
animals [19].

Considering the risk inherent to the occurrence of Aspergillus section Nigri in peanuts,
the objective of this study is to investigate the biodiversity of Aspergillus section Nigri based
on a polyphasic approach (using phenotypic and molecular data). In addition, we evaluate
the ochratoxygenic potential of Aspergillus section Nigri isolates and the presence of OTA in
peanuts.

2. Materials and Methods
2.1. Peanut Samples

A total of 52 peanut samples (variety IAC OL3) were examined, of which 42 were
obtained in the field at an experimental farm in the city of Araraquara (São Paulo state) and
10 samples from storage were provided by the Cooperative of Sugarcane Planters in the
West of São Paulo State (Coopercana), in the city of Sertãozinho (São Paulo state). Around
1 kg of each sample was collected and used for the analyses.

2.2. Water Activity of Peanut Samples

The water activity (aw) of the peanut samples was determined in triplicate using an
Aqualab Series 3TE instrument (Decagon, Pullman, WA, USA) at 25 ◦C ± 1.

2.3. Fungal Isolation and Counting

The mycological analysis of the peanut kernel samples was performed according to
Pitt and Hocking [6]. Briefly, fifty kernels from each sample were surface-disinfected in
a 0.4% sodium hypochlorite solution for 2 min. Then, direct plating of 50 kernels was
carried out so that they were distributed in 10 plates (replicates, each containing 5 kernels)
containing 18% glycerol dichloran agar (DG18), according to Pitt and Hocking [6]. The
plates were incubated in the dark at 25 ◦C for 5 days, and the results are expressed as
percentages of infected peanuts. A total of 2600 peanut kernels were analyzed.

2.4. Morphological Characterization

Isolates that appeared to belong to the Aspergillus section Nigri (colonies of brown to
black color, with great sporulation) were purified by monosporic culture and transferred to
Czapek Yeast Extract Agar (CYA, [6]), then incubated at 25 ◦C for 7 days. For micromor-
phological observations (optical microscopy AX10, Carl Zeiss™, White Plains, NY, USA),
microscopic mounts were made in lactic acid. The microstructures, including vesicles, coni-
dia, metulae and phialides, were analyzed and/or measured using the software AxioVision
Release 4.8.2 (Carl Zeiss™, White Plains, NY, USA).

2.5. Molecular Identification

Based on the morphological analysis, 78 isolates (78/218; about 35%) were selected for
molecular identification at the species level; the choice of these representatives was based
on the morphogroups characterized as described in Section 2.4. The characterization of
the morphogroups and the distribution of the isolates is provided in the Supplementary
Materials (Table S1).

The purified strains were grown in liquid YES (yeast extract sucrose) medium at 25 ◦C
for 3 days until the formation of a mycelial skin, which was then manually macerated
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with the aid of liquid nitrogen. The macerated material was used to obtain genomic DNA
through the DNA purification kit (Mebep Bioscience, Shenzhen, China) according to the
protocol recommended by the manufacturer.

To identify the selected strains, a multilocus analysis was performed based on the
calmodulin (CaM) and beta-tubulin (BenA) loci; the primers used and the amplification
conditions were the same as those described in Silva et al. [20]. Amplification products
were purified using ExoSAP-IT (Thermo Fisher Scientific, Swindon, UK), as per the manu-
facturer’s protocol. The fragments were submitted to direct sequencing using the BigDye®

Terminator v3.1 Cycle Sequencing Kit (Applied Biosystems, Waltham, MA, USA), and
then the SeqStudio Genetic Analyzer device was used (Applied Biosystems, Waltham,
MA, USA).

The obtained sequences were compared by local alignment using the BLAST tool
against the NCBI (https://blast.ncbi.nlm.nih.gov/Blast.cgi, accessed on 25 April 2023);
moreover, a maximum likelihood phylogenetic species tree was inferred based on the
evolutionary general time-reversible model [21]. To determine the support for each clade, a
bootstrap analysis was performed with 1000 replicates in the MEGA 11 program [22].

Representatives of all intra- and interspecific variability found in this study have been
deposited in GenBank under accession numbers OQ923274-OQ923282 (CaM locus) and
OQ923283-OQ923291 (BenA locus).

2.6. Potential for OTA Production by Aspergillus Section Nigri Isolates

All Aspergillus section Nigri isolates (n = 218) were tested for potential ochratoxin A
production according to Filtenborg et al. [23]. The Aspergillus section Nigri isolates were
inoculated on 15% sucrose yeast extract agar medium (YESA) and incubated at 25 ◦C for
7 days [23]. Then, the agar plug of each isolate was taken with a cork borer and applied
on a Thin Layer Chromatography (TLC) plate, with an OTA standard (Sigma Aldrich,
St. Louis, MO, USA). The mobile phase used was toluene/ethyl acetate/formic acid
90%/chloroform (7:5:2:5). OTA detection was performed using UV light (365 nm) on the
Chromatovisor (Cole-Parmer, Vernon Hills, IL, USA). Isolates that showed a retention factor
and a fluorescence spot similar to the OTA standard pattern were considered producers of
this toxin.

2.7. OTA Analysis in Peanut Samples

Ten grams of ground peanut kernels were extracted with 200 mL of 3% sodium
bicarbonate methanol solution (1:1). The suspension was shaken for 30 min on a shaker.
This homogenized mixture was filtered using a quantitative filter (Nalgon, Itupeva, SP,
Brazil) and a glass microfiber filter (Vicam, Milford, MA, USA). Then, 20 mL of the filtrate
was diluted in 20 mL of phosphate-buffered saline (PBS) with 0.01% Tween 20. This mixture
was passed through an immunoaffinity column of the brand R-Biopharm (R-(Biopharm
Rhône Ltd., Darmstadt, Germany), specifically for ochratoxin A, at a flow of 2–3 mL/min,
followed by washing with 20 mL of distilled water. In the next step, 4 mL was eluted with
HPLC methanol in an amber flask. The solution was evaporated under a flow of nitrogen
at 40 ◦C, and the dry extract was resuspended in 300 µL of mobile phase. The OTA analysis
was performed in duplicate for each peanut sample.

HPLC equipment with a fluorescence detector (Agilent 1260 Infinity model system,
Santa Clara, CA, USA) was used. A C18 chromatography column was used, with dimen-
sions of 4.6 mm × 150 mm and particle size of 5 µm, as well as a mobile phase containing
acetonitrile/water/acetic acid (51:47:02 v/v/v) filtered through a membrane of 0.45 µm.
The mobile phase programmed flow was 1.0 mL/min, and the oven temperature was 40 ◦C.
An OTA standard at a concentration of 1 mg/mL was used to construct the standard curve,
with peak area versus toxin mass (ng). The concentration of OTA in the sample extract was
determined by interpolating the resulting peak area on the calibration graph. The injection
volume was 20 µL.

https://blast.ncbi.nlm.nih.gov/Blast.cgi
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The limits of detection (LOD) and quantification (LOQ) were obtained by analyzing
8 peanut samples of a 0.5 µg/kg contamination level, according to EURACHEM [24].
Recovery was calculated by inoculating peanuts with OTA, in triplicate, with standard
OTA at levels of 0.40 µg/kg, 5.0 µg/kg, and 12.0 µg/kg.

3. Results and Discussion
3.1. Aspergillus Section Nigri in Peanut Samples

Aspergillus section Nigri was found in 64% (27/42) of the field samples and 100%
(10/10) of the storage samples (Table 1). This frequency was corroborated by other authors,
who found 9.4–52.6% of Aspergillus section Nigri in peanuts after harvest [11] and 100% in
stored peanut seeds [12]. One of the main sources of contamination by black aspergilli is
the soil [25], so it is not surprising that this fungal group is present in peanuts, a creeping
herbaceous plant where the food is in direct contact with the soil. The water activity values
ranged from 0.521–0.724, with an average of 0.623, for the field samples after drying, and
0.541–0.609, with an average of 0.584, for the storage samples (Table 1).

Table 1. Occurrence and range of infection of Aspergillus section Nigri in peanut samples from the
field and from storage.

Determinations Field (42 Samples) Storage (10 Samples)

Range of water activity 0.521–0.724 0.541–0.609
Number of positive samples (%) 27 (64%) 10 (100%)
Range of Aspergillus section Nigri infection (%) 0–42 6–34

A total of 218 strains of Aspergillus section Nigri were isolated, 121 from the field and
97 from storage samples. Out of 78 isolates selected for molecular identification at the
species level, based on the multilocus analysis, six species of Aspergillus section Nigri were
identified: Aspergillus brasiliensis (n = 29), Aspergillus welwitschiae (n = 27), Aspergillus niger
(n = 12), Aspergillus costaricaensis (n = 8), Aspergillus japonicus (n = 1), and Aspergillus neoniger
(n = 1) (Figure 1).

Aspergillus niger aggregate species have been reported to be frequent in peanuts.
The A. niger aggregate is an informal taxonomic group that harbors morphologically
similar and phylogenetically close species, namely: A. niger, A. welwitschiae, A. piperis, A.
costaricaensis, A. eucalypticola, A. tubingensis, A. vadensis, A. luchuensis, A. brasiliensis, and
A. neoniger [17,25,26]; recently, Aspergillus vinaceus was described and included in this
group [20].

Magnoli et al. [12] investigated peanut samples stored in Argentina, and A. niger
aggregate species were found to be isolated in all samples. In addition, the authors
reported the occurrence (at low frequency) of A. carbonarius and A. aculeatus, but neither
species was found in our study. Magnoli et al. [12] was based only on phenotypic data for
species identification; therefore, the authors did not discriminate the species of the A. niger
aggregate.

Chein et al. [27] used molecular data to identify Aspergillus and Penicillium isolates
in peanut samples in Myanmar; according to the authors, A. flavus and A. niger were the
species that occurred most frequently, although Aspergillus terreus and Penicillium citrinum
were also found. Palencia et al. [28] investigated peanut samples from the USA and reported
an isolation frequency of 67% for A. niger and 20% for Aspergillus foetidus. It is noteworthy
that A. foetidus is currently considered to be synonymous with A. niger sensu stricto [25].
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Figure 1. Maximum likelihood species tree, based on calmodulin (CaM) and beta-tubulin (BenA)
sequences, showing the relationships between Aspergillus section Nigri and isolates from peanut
samples. Bootstrap values (BS) higher than 60% are shown. Isolates from this study are in bold.
A. flavus is the outgroup.
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In general, A. brasiliensis, A. welwitschiae, and A. niger were the most frequently found
species in our study. A. brasiliensis was described in 2007 [29], having been reported in
onions, grapes, soils, and clinical sources [8,30–32]. A. niger and A. welwitschiae are species
widely distributed in nature, having been found in several foods, including fruits, meats,
coffee, dairy products, vegetables, nuts, and cereals [33–37]. A. niger and A. welwitschiae are
potentially OTA- and FB2-producing species, so their high frequency (Table 1) in peanuts
may be of concern.

A. japonicus was the only uniseriate species of Aspergillus section Nigri found in our
study; this species had already been reported in peanuts by other authors [12,28]. A. neoniger
and A. costaricaensis are infrequent species when compared to other species of the A. niger
aggregate; A. neoniger has been found in grapes, yerba mate, clinical sources, mangrove
water, and desert sand [25,38–40], while A. costaricaensis is rare, with few studies reporting
its occurrence [41].

To the best of our knowledge, the present study is the first report of the presence of
A. brasiliensis, A. welwitschiae, A. neoniger, and A. costaricaensis in peanuts.

3.2. Ocratoxigenic Potential of Aspergillus Section Nigri Isolates

All isolates identified as belonging to the Aspergillus section Nigri were tested for OTA
production. The incidence of ochratoxigenic strains was 5.0% (11/218). The phenotype
of OTA production within these species is variable; Massi et al. [36] investigated the
ochratoxigenic profile of strains isolated from coffee, Brazil nuts, grapes, onions, dried
fruits, and cocoa, and reported the incidence of strains producing OTA to be 32% and
1% of A. niger and A. welwitschiae, respectively. Out of 78 species identified molecularly,
as expected, A. brasiliensis, A. costaricaensis, A. japonicus, and A. neoniger were not able to
produce OTA, confirming the findings reported in the literature [42].

3.3. Occurrence of Ochratoxin A in Peanuts

The limits of detection (LOD) and quantification (LOQ) of the method were 0.08 µg/kg
and 0.27 µg/kg, respectively. Recovery for contamination levels of 0.4 µg/kg, 5.0 µg/kg,
and 12 µg/kg was 87.60%, 91.69%, and 89.80%, respectively. These values are within the
range of 50 to 120% for the low level and 70 to 110% for the medium level established by
European Community Directive EC 401/2006 [43].

Out of 52 samples analyzed, 6 samples from the field and 9 from storage showed OTA
contamination of 0.106–0.387 µg/kg and 0.090–0.16 µg/kg, respectively. Most of these
samples had levels lower than the LOQ (<0.27 µg/kg) of the method. Freshly harvested
peanuts had a lower incidence of OTA than stored ones, showing that OTA was formed
at the post-harvest stage, during drying and storage. This may be because A. niger and
A. welwitschiae are xerophilic species, and are favored when peanuts have lower aw.

Magnoli et al. [12] studied the formation of OTA in peanuts kept in a stored plant
in Córdoba, Argentina. The percentages of contaminated samples were 50% during the
first month and 66.7% at the second and third month of storage. The mean value of OTA
obtained in the first month (30 µg/kg) was significantly higher than from those obtained in
the second (6.5 µg/kg) and third (13 µg/kg) months. These authors found A. carbonarius
as the main OTA producer, which may explain the difference in the data compared to our
study. In our study, this species was not found, and the levels of OTA in peanuts were very
low. A carbonarius is considered a strong OTA producer and has been recognized as the
primary source of OTA contamination in grapes and grape products [9,44,45], coffee [46],
cocoa [47], and others. In another study carried out in peanut samples from local markets of
Tripoli, Libya, out of 15 samples, 5 were positive for OTA, ranging from 4.0 to 6.5 µg/kg [48].
These authors also found aflatoxins in co-occurrence.

In the present study, A. niger and A welwitschiae were found to produce OTA. Although
the OTA values found were lower than those found in other reported studies, our data
demonstrated that there is potential for peanuts to be a substrate for OTA production. This
is a short study on the occurrence and diversity of Aspergillus section Nigri, its potential to
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produce OTA in culture media, and the presence of this toxin in peanuts; more studies are
required in this area. The present study allowed us to reach some conclusions.

4. Conclusions

The Aspergillus section Nigri was frequent in field and stored peanut samples. Six
species were found, mostly belonging to the A. niger aggregate: A. niger sensu stricto,
A. welwitschiae, A. neoniger, A. costaricaensis, and A. brasiliensis; in addition, A. japonicus was
also present.

A. niger clade species were among the most prevalent, which would denote risks due
to the ochratoxygenic potential of these species; however, the incidence of strains with
a positive phenotype for OTA production was very low. In line with these results, OTA
contamination was also low in peanut samples. The present study reported, for the first
time, the occurrence of A. welwitschiae, A. neoniger, A. costaricaensis, and A. brasiliensis in
peanut samples.

Supplementary Materials: The following supporting information can be downloaded at: https://
www.mdpi.com/article/10.3390/applmicrobiol3020033/s1. Table S1: Morphological characterization
of groups.

Author Contributions: Conceptualization, M.H.T.; funding acquisition, M.H.T. and B.T.I.; investi-
gation, J.J.S.; L.M.M., and F.R.; project administration, M.H.T.; resources, L.M.M.; writing—original
draft, F.R.; writing—review and editing, J.J.S. and M.H.T. All authors have read and agreed to the
published version of the manuscript.

Funding: Fundação de Amparo à Pesquisa do Estado de São Paulo (FAPESP) (Process 2018/25552–0;
2013/05414–8; 2017/00824-4; J.J. Silva grant #2018/25597–3), Conselho Nacional de Desenvolvimento
Científico e Tecnológico” (CNPq) (Process 305649/014–0; 303732/2018-0), Fundação de Desenvolvi-
mento de Pesquisa do Agronegócio (FUNDEPAG), and Coordenadoria de Aperfeiçoamento de
Pessoal do Ensino Superior (CAPES).

Data Availability Statement: The data presented in this study are available upon request from the
corresponding authors.

Acknowledgments: The authors would like to thank the technical and administrative staff of the
Instituto de Tecnologia de Alimentos (ITAL) for the infrastructure provided to carry out the study. We
acknowledge the funding agency Fundação de Amparo à Pesquisa do Estado de São Paulo (FAPESP).

Conflicts of Interest: The authors declare that they have no known competing financial interest or
personal relationships that could have appeared to influence the work reported in this paper.

References
1. USDA. United States Department of Agriculture—Foreign Agricultural Service. Production, Supply and Distribution. Available

online: http://apps.fas.usda.gov/psdonline/psdQuery.aspx (accessed on 10 March 2023).
2. Syed, F.; Arif, S.; Ahmed, I.; Khalid, N. Groundnut (peanut) (Arachis Hypogaea). In Oilseeds: Health Attributes and Food Applications,

1st ed.; Tanwar, B., Goyal, A., Eds.; Springer: Singapore, 2021; pp. 93–122. [CrossRef]
3. Pildain, M.B.; Frisvad, J.C.; Vaamonde, G.; Cabral, D.; Varga, J.; Samson, R.A. Two novel aflatoxin-producing Aspergillus species

from Argentinean peanuts. Int. J. Syst. Evol. Microbiol. 2008, 58, 725–735. [CrossRef] [PubMed]
4. Zorzete, P.; Baquião, A.C.; Atayde, D.D.; Reis, T.A.; Gonçalez, E.; Corrêa, B. Mycobiota, aflatoxins and cyclopiazonic acid in stored

peanut cultivars. Food Res. Int. 2013, 52, 380–386. [CrossRef]
5. Martins, L.M.; Sant’Ana, A.S.; Fungaro, M.H.P.; Silva, J.J.; Nascimento, M.d.S.d.; Frisvad, J.C.; Taniwaki, M.H. The biodiversity

of Aspergillus section Flavi and aflatoxins in the Brazilian peanut production chain. Food Res. Int. 2017, 94, 101–107. [CrossRef]
[PubMed]

6. Pitt, J.I.; Hocking, A.D. Fungi and Food Spoilage, 4th ed.; Springer: New York, NY, USA, 2022; pp. 1–645. [CrossRef]
7. Magnoli, C.; Hallak, C.; Astoreca, A.; Ponsone, L.; Chiacchiera, S.; Dalcero, A.M. Occurrence of ochratoxin A-producing fungi in

commercial corn kernels in Argentina. Mycopathologia 2006, 161, 53–58. [CrossRef] [PubMed]
8. Silva, J.J.; Bertoldo, R.; Fungaro, M.H.P.; Massi, F.P.; Taniwaki, M.H.; Sant’Ana, A.S.; Iamanaka, B.T. Black aspergilli in Brazilian

onions: From field to market. Int. J. Food. Microbiol. 2021, 337, 108958. [CrossRef] [PubMed]
9. Leong, S.L.; Hocking, A.D.; Pitt, J.I.; Kazi, B.A.; Emmett, R.W.; Scott, E.S. Australian research on ochratoxigenic fungi and

ochratoxin A. Int. J. Food Microbiol. 2006, 111, S10–S17. [CrossRef]

https://www.mdpi.com/article/10.3390/applmicrobiol3020033/s1
https://www.mdpi.com/article/10.3390/applmicrobiol3020033/s1
http://apps.fas.usda.gov/psdonline/psdQuery.aspx
https://doi.org/10.1007/978-981-15-4194-0_4
https://doi.org/10.1099/ijs.0.65123-0
https://www.ncbi.nlm.nih.gov/pubmed/18319485
https://doi.org/10.1016/j.foodres.2013.03.029
https://doi.org/10.1016/j.foodres.2017.02.006
https://www.ncbi.nlm.nih.gov/pubmed/28290359
https://doi.org/10.1007/978-3-030-85640-3
https://doi.org/10.1007/s11046-005-0237-5
https://www.ncbi.nlm.nih.gov/pubmed/16389485
https://doi.org/10.1016/j.ijfoodmicro.2020.108958
https://www.ncbi.nlm.nih.gov/pubmed/33176225
https://doi.org/10.1016/j.ijfoodmicro.2006.02.005


Appl. Microbiol. 2023, 3 483

10. Ferranti, L.S.; Fungaro, M.H.P.; Massi, F.P.; Silva, J.J.; Penha, R.E.S.; Frisvad, J.C.; Taniwaki, M.H.; Iamanaka, B.T. Diversity of
Aspergillus section Nigri on the surface of Vitis labrusca and its hybrid grapes. Int. J. Food Microbiol. 2018, 268, 53–60. [CrossRef]

11. Sultan, Y.; Magan, N. Mycotoxigenic fungi in peanuts from different geographic regions of Egypt. Mycotox. Res. 2010, 26, 133–140.
[CrossRef]

12. Magnoli, C.; Astoreca, A.; Ponsone, M.L.; Fernández-Juri, M.G.; Barberis, C.; Dalcero, A.M. Ochratoxin A and Aspergillus section
Nigri in peanut seeds at different months of storage in Córdoba, Argentina. Int. J. Food Microbiol. 2007, 119, 213–218. [CrossRef]

13. Frisvad, J.C.; Larsen, T.O.; Thrane, U.; Meijer, M.; Varga, J.; Samson, R.A.; Nielsen, K.F. Fumonisin and ochratoxin production in
industrial Aspergillus Niger strains. PLoS ONE 2011, 6, e23496. [CrossRef]

14. FDA. Food and Drug Administration. Food Ingredient and Packaging Inventories. 2001. Available online: https://www.fda.
gov/food/food-ingredients-packaging/food-ingredient-and-packaging-inventories (accessed on 10 March 2023).

15. Abarca, M.L.; Bragulat, M.R.; Castellá, G.; Cabañes, F.J. Ochratoxin A production by strains of Aspergillus niger var. niger. Appl.
Environ. Microbiol. 1994, 60, 2650–2652. [CrossRef]

16. Frisvad, J.C.; Smedsgaard, J.; Samson, R.A.; Larsen, T.O.; Thrane, U. Fumonisin B2 production by Aspergillus niger. J. Agric. Food
Chem. 2007, 55, 9727–9732. [CrossRef] [PubMed]

17. Perrone, G.; Stea, G.; Epifani, F.; Varga, J.; Frisvad, J.C.; Samson, R.A. Aspergillus niger contains the cryptic phylogenetic species A.
awamori. Fungal Biol. 2011, 115, 1138–1150. [CrossRef] [PubMed]

18. IARC. Monographs on the evaluation of carcinogenic risks to humans: Some naturally occurring substances: Food items and
constituents, heterocyclic aromatic amines and mycotoxins. Int. Agency Res. Cancer 1993, 56, 489–521.

19. Gutleb, A.C.; Morrison, E.; Murk, A.J. Cytotoxicity assays for mycotoxins produced by Fusarium strains: A review. Environ.
Toxicol. Pharmacol. 2002, 11, 309–320. [CrossRef]

20. Silva, J.J.; Iamanaka, B.T.; Ferranti, L.S.; Massi, F.P.; Taniwaki, M.H.; Puel, O.; Lorber, S.; Frisvad, J.C.; Fungaro, M.H.P. Diversity
within Aspergillus niger clade and description of a new species: Aspergillus vinaceus sp. nov. J. Fungi 2020, 6, 371. [CrossRef]

21. Tavaré, S.; Miura, R.M. Some probabilistic and statistical problems in the analysis of DNA sequences, lectures on mathematics in
the life sciences. Am. Math. Soc. 1986, 17, 57–86.

22. Tamura, K.; Stecher, G.; Kumar, S. MEGA11: Molecular Evolutionary Genetics Analysis version 11. Mol. Biol. Evol. 2021, 38,
3022–3027. [CrossRef]

23. Filtenborg, O.; Frisvad, J.C.; Svendsen, J.A. Simple screening method for molds producing intracellular mycotoxins in pure
cultures. Appl. Environ. Microbiol. 1983, 45, 581. [CrossRef]

24. EURACHEM. The Fitness for Purpose of Analytical Methods a Laboratory Guide to Method Validation and Related Topics, 2nd ed.;
Magnusson, B., Örnemark, U., Eds.; Eurachem Guides: Teddington, UK, 2014; ISBN 9789187461590.

25. Varga, J.; Frisvad, J.C.; Kocsubé, S.; Brankovics, B.; Tóth, B.; Szigeti, G.; Samson, R.A. New and revisited species in Aspergillus
section Nigri. Stud. Mycol. 2011, 69, 1–17. [CrossRef]

26. Hong, S.B.; Lee, M.; Kim, D.-H.; Varga, J.; Frisvad, J.C.; Perrone, G.; Gomi, K.; Yamada, O.; Machida, M.; Houbraken, J.; et al.
Aspergillus luchuensis, an industrially important black Aspergillus in East Asia. PLoS ONE 2013, 8, e63769. [CrossRef] [PubMed]

27. Chein, S.H.; Sadiq, M.B.; Datta, A.; Anal, A.K. Prevalence and identification of Aspergillus and Penicillium species isolated from
peanut kernels in Central Myanmar. J. Food Saf. 2019, 39, e12686. [CrossRef]

28. Palencia, E.R.; Hinton, D.M.; Bacon, C.W. The black Aspergillus species of maize and peanuts and their potential for mycotoxin
production. Toxins 2010, 2, 399–416. [CrossRef] [PubMed]

29. Varga, J.; Kocsubé, S.; Tóth, B.; Frisvad, J.C.; Perrone, G.; Susca, A.; Meijer, M.; Samson, R.A. Aspergillus brasiliensis sp. nov., a
biseriate black Aspergillus species with world-wide distribution. Int. J. Syst. Evol. Microbiol. 2007, 57, 1925–1932. [CrossRef]

30. Manikandan, P.; Varga, J.; Kocsubé, S.; Revathi, R.; Anita, R.; Dóczi, I.; Németh, T.M.; Narendran, V.; Vágvölgyi, C.; Bhaskar, M.;
et al. Keratitis caused by the recently described new species Aspergillus brasiliensis: Two case reports. J. Med. Case Rep. 2010, 4, 68.
[CrossRef]

31. Garmendia, G.; Vero, S. Occurrence and biodiversity of Aspergillus section Nigri on ‘Tannat’ grapes in Uruguay. Int. J. Food
Microbiol. 2016, 216, 31–39. [CrossRef]

32. Gil-Serna, J.; García-Díaz, M.; Vázquez, C.; González-Jaén, M.T.; Patiño, B. Significance of Aspergillus niger aggregate species as
contaminants of food products in Spain regarding their occurrence and their ability to produce mycotoxins. Food Microbiol. 2019,
82, 240–248. [CrossRef]

33. Hassanin, N.I. Detection of mycotoxigenic fungi and bacteria in processed cheese in Egypt. Int. Biodeterior. Biodegrad. 1993, 31,
15–23. [CrossRef]

34. Tawakkol, W.; Khafaga, N.I. Fungal contamination of meat and its environment with special reference to the strains producing
aflatoxins, ochratoxins, proteinase and lipase enzymes. New Egypt. J. Microbiol. 2007, 17, 1–14. [CrossRef]

35. Logrieco, A.F.; Haidukowski, M.; Susca, A.; Mulè, G.; Munkvold, G.P.; Moretti, A. Aspergillus section Nigri as contributor of
fumonisin b(2) contamination in maize. Food Addit. Contam. Part A 2014, 31, 149–155. [CrossRef]

36. Massi, F.P.; Sartori, D.; Ferranti, L.S.; Iamanaka, B.T.; Taniwaki, M.H.; Vieira, M.L.C.; Fungaro, M.H.P. Prospecting for the incidence
of genes involved in ochratoxin and fumonisin biosynthesis in Brazilian strains of Aspergillus niger and Aspergillus welwitschiae.
Int. J. Food Microbiol. 2016, 221, 19–28. [CrossRef] [PubMed]

https://doi.org/10.1016/j.ijfoodmicro.2017.12.027
https://doi.org/10.1007/s12550-010-0048-5
https://doi.org/10.1016/j.ijfoodmicro.2007.07.056
https://doi.org/10.1371/journal.pone.0023496
https://www.fda.gov/food/food-ingredients-packaging/food-ingredient-and-packaging-inventories
https://www.fda.gov/food/food-ingredients-packaging/food-ingredient-and-packaging-inventories
https://doi.org/10.1128/aem.60.7.2650-2652.1994
https://doi.org/10.1021/jf0718906
https://www.ncbi.nlm.nih.gov/pubmed/17929891
https://doi.org/10.1016/j.funbio.2011.07.008
https://www.ncbi.nlm.nih.gov/pubmed/22036292
https://doi.org/10.1016/S1382-6689(02)00020-0
https://doi.org/10.3390/jof6040371
https://doi.org/10.1093/molbev/msab120
https://doi.org/10.1128/aem.45.2.581-585.1983
https://doi.org/10.3114/sim.2011.69.01
https://doi.org/10.1371/journal.pone.0063769
https://www.ncbi.nlm.nih.gov/pubmed/23723998
https://doi.org/10.1111/jfs.12686
https://doi.org/10.3390/toxins2040399
https://www.ncbi.nlm.nih.gov/pubmed/22069592
https://doi.org/10.1099/ijs.0.65021-0
https://doi.org/10.1186/1752-1947-4-68
https://doi.org/10.1016/j.ijfoodmicro.2015.08.020
https://doi.org/10.1016/j.fm.2019.02.013
https://doi.org/10.1016/0964-8305(93)90011-P
https://doi.org/10.4314/nejmi.v17i1.40310
https://doi.org/10.1080/19440049.2013.862349
https://doi.org/10.1016/j.ijfoodmicro.2016.01.010
https://www.ncbi.nlm.nih.gov/pubmed/26803270


Appl. Microbiol. 2023, 3 484

37. Cohen, Y.; Shulhani, R.; Rot, Y.; Zemach, H.; Belausov, E.; Grinberg-Baran, M.; Borenstein, M.; Pivonia, S.; Ezra, D.; Shtienberg, D.
Aspergillus niger, the causal agent of black mould disease in date fruits, infects and colonizes flowers and young fruitlets. Plant
Pathol. 2021, 70, 1195–1208. [CrossRef]

38. Pantelides, I.S.; Aristeidou, E.; Lazari, M.; Tsolakidou, M.D.; Tsaltas, D.; Christofidou, M.; Kafouris, D.; Christou, E.; Ioannou, N.
Biodiversity and ochratoxin A profile of Aspergillus Section Nigri populations isolated from wine grapes in Cyprus vineyards.
Food Microbiol. 2017, 67, 106–115. [CrossRef]

39. Silva, J.J.; Puel, O.; Lorber, S.; Ferranti, L.S.; Ortiz, L.F.; Taniwaki, M.H.; Iamanaka, B.T.; Fungaro, M.H.P. Occurrence and diversity
of Aspergillus in commercial yerba mate elaborated for the Brazilian beverage ‘Chimarrão’. Food Res. Inter. 2019, 121, 940–946.
[CrossRef] [PubMed]

40. Gits-Muselli, M.; Hamane, S.; Verillaud, B.; Cherpin, E.; Denis, B.; Bondeelle, L.; Touratier, S.; Alanio, A.; Garcia-Hermoso, D.;
Bretagne, S. Different repartition of the cryptic species of Black aspergilli according to the anatomical sites in human infections, in
a French University Hospital. Med. Mycol. 2021, 59, 985–992. [CrossRef] [PubMed]

41. Samson, R.A.; Frisvad, J.C. New ochratoxin A or sclerotium producing species in Aspergillus section Nigri. Stud. Mycol. 2004, 50,
45–61.

42. Perrone, G.; Gallo, A. Aspergillus species and their associated mycotoxins. Methods Mol. Biol. 2017, 1542, 33–49. [CrossRef]
43. European Community Commission Regulation (EC). No 401/2006 Laying down the methods of sampling and analysis for the

official control of the levels of mycotoxins in foodstuffs. Off. J. Eur. Uni. 2006, 70, 12–34.
44. Battilani, P.; Pietri, A. Ochratoxin A in Grapes and Wine. Eur. J. Plant Pathol. 2002, 108, 639–643. [CrossRef]
45. Abarca, M.L.; Accensi, F.; Bragulat, M.R.; Castellá, G.; Cabañes, F.J. Aspergillus carbonarius as the main source of ochratoxin A

contamination in dried vine fruits from the Spanish market. J. Food Prot. 2003, 66, 504–506. [CrossRef]
46. Joosten, H.M.L.J.; Goetz, J.; Pittet, A.; Schellenberg, M.; Bucheli, P. Production of ochratoxin a by Aspergillus carbonarius on coffee

cherries. Int. J. Food Microbiol. 2001, 65, 39–44. [CrossRef] [PubMed]
47. Copetti, M.V.; Pereira, J.L.; Iamanaka, B.T.; Pitt, J.I.; Taniwaki, M.H. Ochratoxigenic fungi and ochratoxin A in cocoa during farm

processing. Int. J. Food Microbiol. 2010, 143, 67–70. [CrossRef] [PubMed]
48. Essawet, N.; Abushahma, H.; Inbaia, S.; Najii, A.; Amra, H.A. Natural incidence of aflatoxins and ochratoxin A nuts collected

from local market in Tripoli. Int. J. Curr. Microbiol. Appl. Sci. 2017, 6, 1479–1486. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1111/ppa.13358
https://doi.org/10.1016/j.fm.2017.06.010
https://doi.org/10.1016/j.foodres.2019.01.023
https://www.ncbi.nlm.nih.gov/pubmed/31108829
https://doi.org/10.1093/mmy/myab027
https://www.ncbi.nlm.nih.gov/pubmed/34022772
https://doi.org/10.1007/978-1-4939-6707-0_3
https://doi.org/10.1023/A:1020693410428
https://doi.org/10.4315/0362-028X-66.3.504
https://doi.org/10.1016/S0168-1605(00)00506-7
https://www.ncbi.nlm.nih.gov/pubmed/11322699
https://doi.org/10.1016/j.ijfoodmicro.2010.07.031
https://www.ncbi.nlm.nih.gov/pubmed/20709419
https://doi.org/10.20546/IJCMAS.2017.603.170

	Introduction 
	Materials and Methods 
	Peanut Samples 
	Water Activity of Peanut Samples 
	Fungal Isolation and Counting 
	Morphological Characterization 
	Molecular Identification 
	Potential for OTA Production by Aspergillus Section Nigri Isolates 
	OTA Analysis in Peanut Samples 

	Results and Discussion 
	Aspergillus Section Nigri in Peanut Samples 
	Ocratoxigenic Potential of Aspergillus Section Nigri Isolates 
	Occurrence of Ochratoxin A in Peanuts 

	Conclusions 
	References

